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Decoding the relation between structure and
function of bio-macromolecules
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By physical (crystallography, electron microscopy), physicochemical (calorimetry) or biochemical (Rl assay) methods
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we investigate the relation between structure and function of bio-macromolecules which are important in our life. In
ChemiStry =R I addition, study of various molecules including the disease-related protein, and the application to innovative drug

development, industry are also our research targets.
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We found a complex named transsulfursome was formed by three proteins for synthesizing Cys- orotein engineering.

tRNACYs in indirect pathway. We also revealed that dynamic structure of transsulfursome is
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