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Challenge to Creation of New Proteins
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After correctly folding into specific three-dimensional structures, proteins exert high abilities. We are investigating their mechanisms

on the structure formation and functional expression by using the molecular biology and NMR method, X-ray crystallography, etc. We

are also conducting the collaborative researches on the industrial applications of proteins.
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Development of novel production technologies for protein and

their application

Heterologous protein production is important for both basic studies like structural biology and
practical applications. We are developing new technologies for protein production using bacterial
cells and developing the application of proteins in various industries from the view point of protein

science fields.
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Structural and functional analysis of proteins and peptides
related to biological defense
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Organisms have evolved defense mechanisms against foreign substances such as bacteria and
viruses, and against stresses such as low temperature. For example, antimicrobial peptides are
factors that directly attack bacteria through mechanisms such as membrane disruption, and
antifreeze proteins protect cells and tissues from low-temperature environments, etc. Elucidating
the three-dimensional structures of these molecules by NMR, X-ray crystallography, etc. and
elucidating their functions will lead to applications in drug discovery and other areas.
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